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Introduction

The past year has been an exciting and productive time for biomedical natural language processing. A
search for natural language processing or text mining in PubMed R©/MEDLINE R© limited to 2015 and
2016 returns over 800 results. The number of corpora available in the domain continues to increase, and
the past year has seen two hackathons devoted to biomedical corpora, with another two planned for this
coming year. A variety of shared tasks have led to increases in the shared knowledge of the community,
with more to come.

The high level of activity in biomedical natural language processing includes a number of good
conferences. Among those, the BioNLP meeting has now been ongoing for 15 years, and the quality of
submissions continues to impress the program committee and the organizers—and to increase. BioNLP
2016 received 38 exceptional submissions, of which 13 were accepted for oral presentation and 15 as
poster presentations; increasing the rejection rate to 30% this year.

The themes in this year’s papers and posters continue showing equal interest in clinical text and in
biological language processing. The morning sessions focus on extraction of entities, relations and
events. The afternoon sessions present disambiguation, classification, vocabulary development and
syntactic analysis. The invited talks present overviews of two community-wide evaluations: BioNLP-ST
2016 and BioASQ 2016.

As always, we are profoundly grateful to the authors who chose BioNLP as venue for presenting
their innovative research. The authors’ willingness to continue sharing their work through BioNLP
consistently makes the workshop noteworthy and stimulating. We are equally indebted to the program
committee members (listed elsewhere in this volume) who produced three thorough reviews per paper
on a tight review schedule and with an admirable level of insight.

Invited Talks

The BioNLP-ST challenges on information extraction and knowledge acquisition in biology

Speakers: Robert Bossy and Jin-Dong Kim

Robert Bossy is a research engineer at INRA, the French national institute for agronomy, agriculture and
food science. His main interests are the design of Natural Language Processing, Information Extraction,
Information Retrieval, and Knowledge Acquisition methods and services in the domains of biology and
food science. His domains of expertise are NLP workflows and software development for knowledge
engineering. He also has a wide experience in the dialogue between biology experts and NLP method
providers. He has organized the Bacteria Biotope and Bacteria Genic Interaction tasks in the BioNLP-
ST challenges 2011 and 2013. He has a MSc in Populations Biology and Taxonomy and a PhD in
bioinformatics from Pierre et Marie Curie (Paris, France).

Jin-Dong Kim is a project associate professor of DBCLS (Database Center for Life Science). He received
his Ph.D from Korea University in 2001. He is the main author of Genia resources and a regular organizer
of BioNLP Shared Task series. He is also the chief organizer of the BLAH (annual Biomedical Linked
Annotation Hackathon) series. His recent projects include PubAnnotation, TextAE and LODQA.
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BioASQ: A challenge on large-scale biomedical semantic indexing and question answering

Speaker: Anastasia Krithara

Dr. Anastasia Krithara has been a post-doctoral researcher in the Institute of Informatics and
Telecommunications at National Center for Scientific Research (NCSR) "Demokritos" since 2008,
where she is involved in national and international projects. Before, she was a research engineer in
Xerox Research Centre Europe, in Grenoble, France, where she carried out research in the area of
machine learning. She holds a BSc in Informatics from Athens University of Economics and Business,
an MSc in Machine Learning and Data Mining from University of Bristol and a PhD in Machine
Learning from Pierre and Marie Curie University (Paris VI). Her research interests include Machine
Learning, Information Retrieval, Bioinformatics and Natural Language Processing. She is a program
committee member of several international conferences and workshops and her work has been published
in international journals, conferences and books. She is co-organizing the BioASQ challenges.
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